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 grouperbrain   MSSALSFQWHLCDVFKSAMCCISCSHTLSLLLCVLTLTPTATGAGPETLCGAELVDTLRF 60 
 grouperliver   MSSALSFQWHLCDVFKSAMCCISCSHTLSLLLCVLTLTPTATGAGPETLCGAELVDTLQF 60 
 mullet         MSSAKSFQWHLCDVFKSAMCCISCSHTLSLLLCVLTLTPTATGAGPETLCGAELVDTLQF 60 
 rabbitfish     MSSALSFQWHLCDVFKSAMCCISCSHTLSLLLCILTLTPTATGAGPETLCGAELVDTLQF 60 
                **** ****************************:************************:* 
 
 grouperbrain  VCGERGFYFSKPTGYGPNARRSRGIVDECCFQSCELRRLEMYCAPAKTSKAARSVRAQRH 120 
 grouperliver  VCGERGFYFSKPTGYGPNVRRSRGIVDECCFQSCELRRLEMNCAPAKTSKAARSVRAQRH 120 
 mullet        VCGDRGFYFSKPTGYGPNARRSRGIVDECCFQSCELRRLEMYCAPAKTNKSVRSVRSQRH 120 
 rabbitfish    VCGERGFYFSKPTGYGPNSRRPRGIVDECCFQSCELRRLEMYCAPAKTSKAARSVRAQRH 120 
               ***:************** **.******************* ******.*:.****:*** 
 
 grouperbrain  TDMPRAPKVSTAGHKVDKGTERRTAQQPDKTKNKKRPLPGHSHSSFKEVHQKNSSRGNSG 180 
 grouperliver  TDMPRAPKVSTAGHKVDKGTERRTAQQPDKTKNKKRPLPGHSHSSFKEVHQKNSSRGNTG 180 
 mullet        TDMPRTPKVSTAGHKVDKGAERRTAQQPDKTKNKKRPISGHSHSSFKEVHQKNSSRGSTG 180 
 rabbitfish    TDMPRTPKVSAAGQKVDKGTERRTAQQPDKTKSKKRPLSGHSHSSFKEVHQKNSSRGNTG 180 
               *****:****:**:*****:************.****:.******************.:* 
 
 grouperbrain  GRNYRM 186 
 grouperliver  GRNYRM 186 
 mullet        GTNYRM 186 
 rabbitfish    GRNYRM 186 
                   * **** 
 
 
 
 

 
 
 
 
 
 grouperbrain   METQQRYGHHSLCHTCRRTESSRMKKVKMSSSSRALLFALALTLYVVEIASAETLCGGEL 60 
 grouperliver   METPQRYGHHSLCHTCRRTESSRMKVKKMSSSSRALLFALALTLYVVEIASAETLCGGEL 60 
 mullet         METQQRYGHHTLCHTCRRTESSRMKVKKMSSSSRALLFALALTLYVVEMASAETLCGGEL 60 
 rabbitfish     METQQRHGHHSLCHTCRRAESSRMKVRRMSASSRALLFALALTLYVVEIASAETLCGGEL 60 
                *** **:***:*******:******  :**:*****************:*********** 
 
 grouperbrain  VDALQFVCEDRGFYFSRPTSRGSNRRNQNRGIVEECCFRSCDLNLLEQYCAKPAKSERDV 120 
 grouperliver  VDALQFVCEDRGFYFSRPTSRGSNRRNQNRGIVEECCFRSCDLNLLEQYCAKPAKSERDV 120 
 mullet        VDALQFVCGDRGFYFSRPTSRGNNRRTQSSGIVEECCFRSCNLHLLEQYCAKPAKSERDV 120 
 rabbitfish    VDALQFVCDDRGFYFSRPTSRGNSRRPQNRGIVEECCFRSCDLNLLEQYCAKPAKSERDV 120 
               ******** *************..** *. ***********:*:**************** 
 
 grouperbrain  SATSLQVIPVMPALKPEVPRKPHVTVKYSKYEVWQRKAAQRLRRGVPAILRAKKFRRQAE 180 
 grouperliver  SATSLQVIPVMPALKPEVPRKPHVTVKYSKYEVWQRKAAQRLRRGVPAILRAKKFRRQAE 180 
 mullet        SATSLQVIPVMPALKQEITRKQHVTVKYSKYEVWQRKAAQRLRRGVPAILRAKKFRRQAE 180 
 rabbitfish    SATSLQVIPVMPAPKPEVSRKPHVTVKYSKYEVWQRKAAQRLRRGVPAILRAKKFRRQAE 180 
               ************* * *:.** ************************************** 
 
 grouperbrain  KIKAQEQAVHHRPLITLP----------------- 198 
 grouperliver  KIKAQEQAVFHRPLISLPSKLPPVLLATDNYVNHK 215 
 mullet        KIKAQEQS--------------------------- 188 
 rabbitfish    KIKAQEQAIFHRPLISLPSKLPPILLTTDNYVSHK 215 
               *******: 
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 grouperigf-ira  ----------------------PFTVYRIDIHACNRQVQRCSAAEFVFSRTKPAEKADDI 38 
 grouperigf-1rb  ------------------------------------------------------------ 
 mulletigf-ir    ADR-------------------KFDFMRIDIHACNRQVQRCSAAEFVFSRTKPAEKSDDI 162 
 turbotigf-ir    ADREFEFMEQAVSERVQIFDLQPFTVYRIDIHACNRQVQRCSAAEFVFSRTKPAEKADDI 840 
                                                                                 
 grouperigf-ira  P--------------------GPVTWEGHEDWVFLRWPEPPHPN---------------- 62 
 grouperigf-1rb  ------------------------------------------------------------ 
 mulletigf-ir    PGKVTWVFSRTKPAEKSDDIPGKVTWEGHEDWVFLRWPEPRHPNGLEGHEDWVFLRWPEP 222 
 turbotigf-ir    P--------------------GQVTWEGHEDWVFLRWPEPPHPN---------------- 864 
                                                                                 
 grouperigf-ira  ----GLILMYEIKFKLAAETEKHECVSGQMYHTQRGVRLSNLSPGNYSVRVRATSLAGNG 118 
 grouperigf-1rb  ------------------------------------------------------------ 
 mulletigf-ir    RHPNGLILMYEIKFKLATETEKHECVSGQTYQAQRDVRLSNLSPGNYSVRVRATSLAGNG 282 
 turbotigf-ir    ----RLVLMYEIKFKLAAETEKHECVSGQTYQNQRGVRLSNLSPGHYSVRVRATSLAGNG 920 
                                                                                 
 grouperigf-ira  SWTHALDLYVAERYENVLYAMIFVPIVIILVICLLVSMLVVLSRKRNSDRLGNGVLYASV 178 
 grouperigf-1rb  ------------------------------------------------------------ 
 mulletigf-ir    SWTQSS--------------------AIIVLICCLAVMLVFFNRKRNSDRLGNGVLYASV 322 
 turbotigf-ir    SWTNAVDLYVAERYENVLYAMIFIPIAIILFICLLVTMLVVLNKKRNSDRLGNGVLYASV 980 
                                                                                 
 grouperigf-ira  NPEYFSAAEMYVPDEWEVAREKITLSRELGQGSFGMVY---EGLAKGVVKITSEFAAACK 235 
 grouperigf-1rb  ----------------------------------------AKGVVKDEPETRVAIK 16 
 mulletigf-ir    NPEYFSAAEMYVPDEWEVAREKITLSRELGQGSFGMVYAREEGVAKGVVKDEPEMRVAIQ 382 
 turbotigf-ir    NPEYFSAAEMYVPDEWEVAREKIALSRELGQGSFGMVY---EGLAKGVVKDEPETRVAIK 1037 
                                                         ******  .*  .* : 
 
 grouperigf-ira  TVNESASMRERIEFLNEASVMKEFNCHHVVRLLGVVSQGQPTLVIMELMTRGDLKSYLRS 295 
 grouperigf-1rb  TVNESASMRERIEFLNEASVMKEFNCHHVVRLLGVVSQGQPTLVIMELMTRGDLKSYLRS 76 
 mulletigf-ir    TVNESASMRERIEFLNEASVMKEFNCHHVVRLLGVVSQGQPTLVIMELMTRGDLKSHLRS 442 
 turbotigf-ir    TVNESASMRERIEFLNEASVMKEFNCHHVVRLLGVVSQGQPTLVIMELMTRGDLKSYLRS 1097 
                 ********************************************************:*** 
 
 grouperigf-ira  --------------------QMAGEIADGMSYLNANKFVHRDLAARNCMVAEDFTVKIGD 335 
 grouperigf-1rb  LRPKEQQWSSLSLPPLKKMLQMAGQIADGMAYLNANKFVHRDLAARNCMVAEDFTVKIGD 136 
 mulletigf-ir    LR--KENSTTQVLPPLKKMIQMAGEIADGMAYLNANKFVHRDLAARNCMVAEDFTVKIGD 500 
 turbotigf-ir    LRPKEQQWSSLSLPPLRKMLQMAGQIADGMAYLNANKFVHRDLAARNCMVADDFTVKIGD 1157 
                                     ****:*****:********************:******** 
 
 grouperigf-ira  FGMTRDIYETDYYRKGGKGLLPVRWMSPESLKNGVFTTMSDVRSFGVVLWEIATLAEQPY 395 
 grouperigf-1rb  FGMTRDIYETDYYRKGGKGLLPVRWMSPESLKDGVFTTTSDVWSFGVVLWEIATLAEQPY 196 
 mulletigf-ir    FGMTRDIYETDYYRKGGKGLLPVRWMSPESLKDGVFTTMSDVWSFGVVLWEIATLAEQPY 560 
 turbotigf-ir    FGMTRDIYETDYYRKGGKGLLPVRWMSPESLKDGVFTTHSDVWSFGVVLWEISTLAEQPY 1217 
                 ********************************:***** *** *********:******* 
 
 grouperigf-ira  QGMSNEQVLRFVMEGGLLDKPDNCPDMLFELMRMCWQYNPKMRPSFLEIISSIKDELDPP 455 
 grouperigf-1rb  QGLSNEQVLRFVMEGGLLEKPQNCPDMLFELMRMCWQYNPKMRPSFVEIISSLKDELEPA 256 
 mulletigf-ir    QGMSNEQVLRFVMEGGLLDKPDNCPDMLFELMRMCWQYNPKMRPSFLEIISSIKDDLDPP 620 
 turbotigf-ir    QGLSNEQVVRFVMEGGLLEKPQNCPDMLFELMRMCWQFNPKMRPAFVEIISSLKDELEPS 1277 
                 **:*****:*********:**:***************:******:*:*****:**:*:*. 
 
 grouperigf-ira  FREMSFFYSADNKPPD----------------------------TITEE-----NKPPDT 482 
 grouperigf-1rb  FREVSFFYSADNKPPD----------------------------TITEE-----NKPPDT 283 
 mulletigf-ir    FREMSFFYSEENKPPDTEELDMEVEN-MENIPLDPVSTRQPCSAVLSPSGCAGGVLPPST 679 
 turbotigf-ir    FKDSSFFYSADNKPVDDPQVHQDKMDSVDDVPLDPPSSTQPQQSPVPQQ-----TPPPPS 1332 
                 *:: ***** :*** *                             :. .       ** : 
 
 grouperigf-ira  EELD--------------MEVENMENPSSGCTG-GTPPP--------------------- 506 
 grouperigf-1rb  EELD--------------MEVENMENPSSGCTG-GTPPP--------------------- 307 
 mulletigf-ir    QQLSPMQGPSTPVLLGP-MSPSPPGHVASALASPGQTLDKHSGHVSANGPVVVVLRPNFD 738 
 turbotigf-ir    SEAPPAPSLSPSSPSSPCTSTAAMDKQASGASGNGLSGPSHAAGSGLGTSAGVAMCPSLE 1392 
                 .:                 .     : :*. :. * .                        
 
 grouperigf-ira  -------------------------- 
 grouperigf-1rb  -------------------------- 
 mulletigf-ir    DMQPYAHMNGIT-------------- 750 
 turbotigf-ir    ELPPYAHMNGGRKNERAMPLLQSSAC 1418 
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